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Summary. The results of the description of the biological and genetic diversity of indigenous 

grapevine varieties preserved in the Anapa zonal experimental station are shown. As a result of the work, 

DNA amplification with IRAP primers was carried out. The total number of obtained DNA bands was 836, 

of which 98.26 % were polymorphic due to the large diversity of varieties. 
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. 1. Tvv-1 FaF 

 

 2). 

 

–  
  Pop N NP NP % I H 

1  1      

2  1      

3  1      

4  1      

5  1      

6  1      

7  1      

8  1      

9  1      

10  1      

11  1      

12  1      

13  1 165 63.79 % 105 0.272 0.171 

 

 

-1 RaR -1 FaF 

[10].  

6 % 

PCoA 

UPGMA MEGA X [12]. 
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 Pop N NP NP % I H 
1 1      

2 1      

3 1      

4 1      

5 1      

6 1      

7 1      

8 1      

9 1      

10 1      

11 1      

12 1      

13 1 165 63.79 % 105 0.272 0.171 
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 Pop N NP NP % I H 
1 1      

2 1      

3 1      

4 1      

5 1      

6 1      

7 1      

8 1      

9 1      

10 1      

11 1      

12 1      

13 1 165 63.79 % 105 0.272 0.171 

14  2      

15  2      

16  2      

17  2      

18  2      

19  2      

20  2      

21 -  2      

22  2      

23  2      

24  2      

25  2      

26  2      

27  2      

28  2      

29  2      

30  2      

31  2      

32  2 274 75.86 % 208 0.328 0.208 

33  3      

34  3      

35  3      

36  3      

37  3      

38  3      

39  3      

40  3      

41  3      

42  3      

43  3      

44  3      

45  3      

46  3      

47  3      

48  3 202 81.03 % 164 0.320 0.197 

49  4      

50  4      

51  4      

52  4      

53  4      

54  4      

55  4      

56  4      

57  4      

58  4 131 67.24 % 88 0.344 0.227 

59  5      

60  
5      

61  5      

62  5      

63  5 64 37.93 % 24 0.217 0.146 
–  – 836 98.26 % 821 0.351 0.215 

– Pop – – – – – 

– N – - NP – 

NP % – I – H –  

 Pop N NP NP % I H 
1 1      

2 1      

3 1      

4 1      

5 1      

6 1      

7 1      

8 1      

9 1      

10 1      

11 1      

12 1      

13 1 165 63.79 % 105 0.272 0.171 
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