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Summary. The identification of genotypes of agricultural crops on the base of DNA-markers 

is a high-demand method in the breeding. 50 soybean cultivars of the different origin using a 

fragment analysis of nine SSR-markers were identified in this research. The unique profiles of 

DNA of the most analyzed cultivars, which can be used for their passportization, were determined. 

It was failed to distinguish two cultivars in this research. A high discriminating potential of used 

SSR-markers was confirmed, an average meaning of PIC is equal to 0.59. However, to distinguish 

all cultivars it is necessary to include additionally highly polymorphic DNA-markers in the 

research.  

 

Key words: soybean, identification, certification, DNA-markers, microsatellites, SSR, 

fragment analysis 
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–  

 SSR-  
 

  

PIC 

1 Satt532 162-174 4 2,67 0,56 

2 Satt141 134-200 7 4,90 0,77 

3 Satt307 162-192 8 3,38 0,67 

4 Satt286 193-214 6 3,28 0,65 

5 Satt681 234-259 8 3,92 0,72 

6 Soypr1 154-184 4 2,90 0,58 

7 Satt149 253-280 4 3,12 0,62 

8 Satt309 123-144 3 2,11 0,46 

9 Soyhsp176 101-113 3 1,43 0,27 

 - 5,22 3,08 0,59 
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1 Satt532 

2 Satt141 

3 Satt307 8 

4 Satt286 

5 Satt681 

6 Soypr1 184 

7 Satt149 

8 Satt309 

9 Soyhsp176 113 
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